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Table S1. Conserved fragments identified from the major viral capsid protein (VP1) of human-infecting genogroups of 
norovirus

Genogroup Conserved fragments
a)

I MMMASKDAPTS, PLEDVRNVLFHNN, VQFQNGRCT, SLSQLCKIRG, VPCLLPQEFI, DGASGAGQLVPEANTAEPI, 
MDPVAGASTAVATAGQVNMIDPWI, NNFVQAPQGEFTISPNNTPGDILFDLQLGPHLNPFL, HLSQMYNGWVGNMRVRIL
LAGNAFTAGKIIICCVPPGF, TIAQATLFPHVIADVRTLEPIE, PTMRLVCMLYTPLRTGG, FVVAGRVLTCPSPDFSFLFLVPP, 
NLSELDGSPFHPFESPAPVGFPDLG, GEAALLHYVDPDTGRNLGEFKLYPDGF, LPINGVFVFVSWVSRFYQLKPVGTAS

II DGAANLVPE, GEFTVSPRNSPGE, HLARMYNGYAGG, LAGNAFTAGK, IVDVRQLEPV, MRLVAMLYTPLR, PQEWVQHFY, 
SGDDVFTVSCRVLTRP, FLVPPTVESKTKPFTLP

IV FRPFGVEGG, PSSDGAGNLVPESQQEVLPLAPVAGAALAAPVVGQTNIIDPWIKENFVQAPQGEFTVSPKNSPGEILVNLELGP, LNPYLDHLSR
MYNAYAGGIEVEIILAGNAFTAGKVLIAAVPPNFPVE, VSASQATQFPHVIVDVRTLEPVRLPLPDVRSNFFHYTT, EPKMRLVIWLYTPLRTNG
SGDDSFTVSGRILTRPS, DFEFSFLVPPTVETKTV, VQEMSNSRWPAQISGMVVRGNEPQVVQFQNGRCHTDGTLLGTTTVS, GDTDLWLRLE
EPDGQPYDIFGDQPAPLGTPDF, NEAYVNTTDSDFAPATGNTKI, TASNHNLAPPVAPRMPGELLLLFESDMPVWDDGHGAAPAQKIHCLLP
QEFITHFFD, QAPALAEAALLRYVHPDS, RVLFECKLYREGYMVVAAP, GRLDFPLDGYFRFDSWVSSFYILSPVGSGQGRRGRSK

VIII MRMASSDASSSTDGAANLVPESQQEVLALQPVAGAQIAAPVAGQSNIIDPWIRQNFVQAPAGEFTVSPRNATGEILMDLELGPQLNPYLAHLA
RMYNAYAGGFEVQVLLAGNAFTAGKIIFAAVPPSFPTHNISAAQATQLPHVIVDVRQLEPVRLPLPDVRAGFFHFCQEKESRMRIVAILYTPLR
ANSAGDDAFTVSCRILTRPSPDFSFFFLIPPSIESKTTQFTLPNLQPSEMTNSRFPTGITQMYTSPNTNLQAQFQNGRCTLDGTLQGTTPPTA
ASICSFSGTHSSSEDATDSTQPAGSHRIMMQLTENDWTEFSPFNDQPAPLGTPDFQAAIFGTLSQQNTNGAGQFSAHFAYFDTQHPTFAPGT
GHAAFSFDATHFAQRQPTQFSPSGIFSDQSSFNQFSLPDYNGSMTAAKKLAPAAAPNFPGEQILYFRSSMPFKNPNGETEIDSLLPQEWITHF
YAQQAPSQGDAALLRYINADTGRVMFECKLHRNGFFTISATASTAAIPPNGYFRFDSWVNKFYTLSPMGTGNGRRRARMEL

IX MRMASSDAPVSGTDGAAGLVPESQQEVLPLEPVAGVQLAAPVAGQSNIIDPWIRMNFVQAPAGEFTVSPRNAPGEVLIDLELGPELNPYLNHL
ARMYNGYVGGMEVEVVLAGNAFTAGKILFAAVPPSFPTHGISAAQATMLPHVIVDVRQLEPVRLPLPDVRNVMFHFCQENKEPRMRIVAILY
TPLRANGAGDDVFTVSCRVLTRPSPDFDFIFLVPPSVESKLKQFTLPNLQPNEMTNSRFPTGITQLYTSPNTNLVVQFQNGRCLLDGTLLGTT
PVRAADICSFRGVTSTEVDATDSPRVAGSHRIMVQLREPDGEEFSPTGPNPAPVGTPDFQAAIFGTLSQRNTGGAGQNSNRAHFAYFYTRNP
TFAPGIGTVVFSFDTTDFQNRQPTKFSPSGVFDDDSSEPFNQFSLPYYNGSLGAVDAGKLAPPVAPNYPGEQILYFRGSVPFKGGYGEGEIDS
LLPQEWITHFYAEQAPTQGDAALLRYYNPDTGRVLFECKLHREGFITINYTGSNALAVPVNGVFRFEGWVNKFYTLTPMGNGNGRRGRRREL

a)Identified using Protein Variability Server (PVS) (http://imed.med.ucm.es/PVS/), conserved residue H ≤ 1.0.


