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BUSCO assessement results
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Figure S3. Benchmarking Universal Single-Copy Orthologs (BUSCO) completeness assessment of the assembled genomes
using BUSCO v6 with the Enterobacterales_odb12 lineage dataset (n=874 orthologs). Bars indicate the proportion of single-copy

complete (S, light blue), duplicated complete (D, dark blue), fragmented (F, yellow), and missing (M, red) BUSCOs. All genomes
showed very high completeness (>98% complete BUSCOs), with only a small fraction of fragmented or missing orthologs,

reflecting the overall high quality and completeness of the genome assemblies.
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